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BLISS-Predict™

IGX Case ID
Submitting Site
Number Slides Tested

Histological Subtype Predominant Pattern Hormone Receptor Prediction

Breast Adenocarinoma

BREAST CANCER

IGX01000

NYU
1

MUTATION PREDICTION:

Mutated Gene Probability (%)

AKT1

TP33

ASSAY DESCRIPTION

89

25

Diagnosis

Breast Adenocarcinoma

Subtype Invasive Ductal Carcinoma

Tumor Size

0.8 cm?

Invasive Ductal

Gene Panel Breast Cancer
Lymph Nodes Negative
Stage Stage 1

Positive

AKT1 Enrichment Probability

Low High

IGX BLISS™ (Breast Lesion Insight and Screening System) is a self-supervised Atrtificial Intelligence (Al)
label-free assay for breast cancer biopsies and resections performing an automatic discovery of discriminatory
features in cancer histopathology image tiles. Tiles are grouped into morphologically similar clusters which
constitute an atlas of histomorphological phenotypes revealing distinct features, which are specific for each driver
mutation and can be confirmed using orthogonal molecular testing methods. The IGX BLISS mutation predictor
for breast adenocarcinoma has been validated in 1600 patients with varying clinical stage and outcomes. The
algorithm requires at minimum 1% cancer cells in the image, with at least 1 mm2 analyzable image area.
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